Structure description
Various synthetic methods such as the Skraup, Friedlä nder, Doebner-von Millet and Combes syntheses have developed due to the importance of the synthesis of bioactive heterocycles with N functions such as indole (Ö kten et al., 2015) , quinoline (Ö kten et al., 2013) , acridine (Zong et al., 2006) and tacrine (Yang et al., 2007) . The Friedlä nder reaction is one of the most well known for the synthesis of polysubstituted heteroaromatic compounds (Peçanha et al., 2001; Zong et al., 2006; Tang et al., 2012) . 9-Amino-1,2,3,4-tetrahydroacridine, known as tacrine, was the first AChE inhibitor to be investigated as an AD drug (Cheng, 1994) . Although beneficial effects of tacrines on AD symptoms, it exhibited several adverse effects which in some cases causes some problems (Brinton & Yamazaki, 1998) . As a result of that, many other AChE inhibitors have been data reports studied and researchers still continue to improve the pharmacological profile of novel drug candidates (Rampa et al., 2000) .
Halogenated aromatics including a quinoline skeleton are used as precursors for various multifunctional heterocyclic compounds, undergoing metal-halogen exchanges (Ö kten et al., 2013) , couplings (Zemtsova et al., 2015) , and metal-assisted substitutions (Ö kten et al., 2013; Eisch, 1962) . In addition, this class of aromatic compounds, used as starting materials for numerous compounds with pharmacological properties, has been of interest to chemists (Zong et al., 2006; Das & Parida, 2006) . In this study we present the structure of 9-amino-5,7-dibromo-1,2,3,4-tetrahydroacridine hemihydrate.
As shown in Fig. 1 , the asymmetric unit includes two molecules (A and B) of 9-amino-5,7-dibromo-1,2,3,4-tetrahydroacridine and a water molecule. The cyclohexane rings display a half-boat conformation, with atoms C12 and C24 as flap atoms and puckering parameters Q T = 0.498 (5) Å , = 127.5 (4)
, ' = 38.6 (6) for ring C8-C13, and Q T = 0.495 (5) Å , = 128.2 (5) , ' = 18.7 (6) for ring C21-C26. The observed bond lengths are comparable to those reported for similar compounds (Glö cklhofer et al., 2014; Sparrow et al., 2012; Akkurt et al., 2010; Ç elik et al., 2017) . Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the N3/C1/C18/C20-C22 pyridine ring. Symmetry codes: (i) x; y; z À 1; (ii) x; y þ 1; z; (iii) Àx þ 2; Ày; Àz þ 1.
Figure 2
Crystal packing of the title compound, viewed down the a axis. Hydrogen bonds are shown as dashed lines. The asymmetric unit of the title compound, with displacement ellipsoids drawn at the 30% probability level.
In the crystal, adjacent molecules are linked by C-HÁ Á ÁO, N-HÁ Á ÁN, N-HÁ Á ÁO and O-HÁ Á ÁN hydrogen bonds (Table 1) , forming a two-dimensional network parallel to (010) (Table 1; Figs. 2 and 3). The parallel layers are then assembled into a three-dimensional network through C-HÁ Á Á (Table 1) and -stacking interactions [CgÁ Á ÁCg i = 3.719 (2) Å ; Cg is the centroid of the C1-C6 benzene ring of molecule A; symmetry code: (i) 2 À x, 1 À y, Àz] between the layers.
Synthesis and crystallization
According to the reported procedure (Ekiz et al., 2016) , 9-amino-5,7-dibromo-1,2,3,4-tetrahydroacridine was prepared by the Friedlä nder quinoline reaction of cyclohexanone and brominated 2-amino-3,5-dibromobenzonitrile in the presence of InCl 3 as Lewis acid. The recrystallization in CHCl 3 /hexane (1:1 v/v) gave yellow block-shaped crystals suitable for X-ray analysis.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Computer programs: APEX2 and SAINT (Bruker, 2007) , SHELXS97 (Sheldrick, 2008) , SHELXL2014 (Sheldrick, 2015) , ORTEP-3 for Windows (Farrugia, 2012) and PLATON (Spek, 2009 Hall symbol: -P 1 a = 9.404 (2) Å b = 11.163 (2) Å c = 13.263 (3) Å α = 80.607 (9) ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. The amino and water H atoms were located in a difference Fourier map and refined with U iso (H) = 1.2U eq (N) or 1.5U eq (O). DFIX instructions were used to keep the H atoms of the water molecule in place. The C-bound H atoms were included in calculated positions and treated as riding atoms, with C-H = 0.93-0.97 Å, and with U iso (H) = 1.2U eq (C). 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

